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Abstract
Background: The Ehrlichia muris-like agent (EMLA) is a newly recognized human pathogen in the North Central
United States. Although blacklegged ticks (Ixodes scapularis) have been identified as capable vectors, wild reservoirs
have not yet been established for EMLA. As key hosts for I. scapularis, white-footed mice (Peromyscus leucopus) are
important reservoirs for various tick-borne pathogens, and potentially, for EMLA. The objective of this study was to
evaluate reservoir competence in P. leucopus using a natural vector.
Results: Mice acquired EMLA infection from feeding ticks and were able to transmit infection to naïve ticks.
Transmission between simultaneously feeding tick life stages was also demonstrated. Infections in mice were acute
and severe, with systemic dissemination. Limited host survival and clearance of infection among survivors resulted
in a narrow interval where EMLA could be acquired by feeding ticks.
Conclusions: Peromyscus leucopus is a competent reservoir of EMLA and likely to play a role in its enzootic
transmission cycle. The duration and severity of EMLA infection in these hosts suggests that tick phenology
is a critical factor determining the geographic distribution of EMLA in North America.
Keywords: Ehrlichia muris, EMLA, Ixodes scapularis, Tick phenology, Peromyscus leucopus, Reservoir competence,
Anaplasmataceae
Background
Ehrlichia is a genus of gram-negative intracellular bacteria
transmitted by hard-bodied ticks. Several species are im-
portant medical and veterinary pathogens, including the
Ehrlichia muris-like agent (EMLA), which has recently
been recognized as a cause of human ehrlichiosis in
Minnesota and Wisconsin [1, 2]. Surveillance and experi-
mental studies indicate that the blacklegged tick (Ixodes
scapularis) is the primary vector for EMLA [1, 3–9].
Despite the broad-ranging distribution of this vector
throughout parts of North America, evaluation of over
75,000 blood samples collected between 2007 and 2013
from patients from all 50 USA states did not find evi-
dence of human exposure outside of either Minnesota
or Wisconsin [2]. Similarly, Stromdahl et al. reported
finding no evidence of EMLA DNA in > 2000 I. scapularis
collected at various military installations outside of these
two states [9].
In contrast to the research associating I. scapularis with
transmission of EMLA, the enzootic reservoirs of this
pathogen are not yet well defined. Borrelia burgdorferi
and Anaplasma phagocytophilum, the respective agents of
Lyme disease and human anaplasmosis, the two most
common tick-borne pathogens in the upper Midwest, are
pathogens that also circulate in an enzootic transmission
cycle between vertebrate hosts and I. scapularis. Although
these ticks are generalists that feed on a variety of hosts
including mammals, birds and reptiles [10, 11], the white-
footed mouse (Peromyscus leucopus) is commonly recog-
nized as a primary host, and a reservoir for pathogens
transmitted by I. scapularis.
White-footed mice (WFM) are among the most ubiqui-
tous, and frequently, the most numerous small mam-
mals represented in surveys of northern deciduous
forests [12–17]. As key hosts of immature I. scapularis,
WFM permit heavy infestation and support a high level
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of molting success [18, 19]. These attributes and the
demonstrated high reservoir competence of WFM for
both B. burgdorferi [12, 20] and A. phagocytophilum
strains responsible for human disease [14, 16, 21–23]
frequently result in efficient production of infected
nymphs, or high reservoir potential [24]. It is therefore
possible that these mice could also be important reser-
voirs for EMLA. However, a survey of small mammals
at two locations where EMLA is present in ticks found
only 2/139 P. leucopus with DNA evidence of infection
[3]. White-tailed deer (Odocoileus virginianus), the pri-
mary reservoir for Ehrlichia chaffeensis, another human
pathogen closely related to EMLA, have not been found
to carry EMLA in these same locations [3], even though
deer are an important host for I. scapularis.
The primary goals of this study were to (i) assess
whether WFM are susceptible to EMLA infection via in-
fected nymph feeding, (ii) determine whether WFM are
infectious for feeding larvae and for how long, and (iii)
characterize pathogenesis in WFM infected with EMLA
via tick bite.
Methods
Ten female P. leucopus were sourced from the Peromyscus
Genetic Stock Center at the University of South Carolina,
(Columbia, SC, USA). Mice were approximately 16 weeks
old at the time of study initiation. All research involving
animals was performed in accordance with the recom-
mendations in the Guide for the Care and Use of Labora-
tory Animals of the National Institutes of Health [25] and
a protocol approved by The Institutional Animal Care and
Use Committee (IACUC) of the University of Minnesota
(# 1307–30753A).
Specific pathogen-free larval ticks used in the experi-
ments hatched from eggs laid by gravid female I. scapu-
laris that were obtained from Oklahoma State University.
EMLA-infected nymphs were produced via larval feeding
on hamsters inoculated with the EmCRT isolate cultured
in ISE6 cells [7, 26, 27]. Successful hamster infection with
EMLA was confirmed by testing blood using PCR with
PER1 and PER2 primers complimentary to EMLA 16S
rDNA under conditions described previously [7, 28]. DNA
was extracted from blood using the Puregene Core Kit A
(Qiagen Sciences, Valencia, CA, USA). Engorged ticks
were washed and housed in 5-ml vented polystyrene tubes
as described previously [7, 27]. At approximately 12 weeks
following nymphal molt, 10–12 nymphs from a cohort in
which 70% (n = 10) had tested PCR-positive for EMLA
using the same primers as for testing blood, were placed
on each mouse for transmission feeding. Ticks tested by
PCR were surface sterilized with sodium hypochlorite,
rinsed in purified water [7], and placed in sterile
Fig. 1 Timeline showing mouse survival and infectiousness for ticks in white-footed mice infected with EMLA via tick transmission. Infected
nymphs were introduced on Day 0 followed by uninfected larvae at various time points. Tick and mouse infection status was determined by PCR
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microfuge tubes where they were perforated with sterile
needles prior to DNA extraction using the DNeasy Blood
& Tissue Kit (Qiagen, Venlo, Limburg, Germany). PCR
was performed using PER1 and PER2 primers with
~100 ng of template DNA. About 150–200 larvae were
placed on individual P. leucopus for xenodiagnosis at vary-
ing time points between 24 h and 34 days following
nymphal infestation.
Mice were screened for bacteremia as early as 24 h
after nymph infestation. Blood for PCR was collected
from the facial vein (live subjects), or by cardiac punc-
ture following euthanasia. DNA was extracted from
blood using the same method we described previously
for hamsters. Following euthanasia, mouse tissues were
removed aseptically and small sections were frozen at
−70 °C, with the remainder fixed in 10% buffered forma-
lin solution at 4 °C for 24–48 h, followed by storage in
70% ethanol. DNA was extracted from 10 to 20 mg of
frozen tissue from each of the lung, heart, liver, kidney,
spleen, and brain using the DNeasy Blood & Tissue Kit
(Qiagen).
Fixed tissues were paraffin-embedded, sectioned at
4 μm onto slides (Fisher Scientific, Hampton, NH, USA),
and a subset stained with hematoxylin and eosin (H&E)
at the Masonic Cancer Center Comparative Pathology
Laboratory at the University of Minnesota. Unstained
paraffin-embedded tissue sections were processed using
in situ hybridization (ISH), as previously described [7].
Histological images were acquired using a SPOT Insight
4.0 Megapixel color mosaic camera using Spot version 5.2
software. Images showing ISH were obtained using the
SPOT equipment/software as well as a Nikon Color DS-
Fi2 CCD camera and NIS Elements imaging software.
Contrast, brightness, and sharpness were adjusted linearly
across the whole images in Adobe Photoshop.
Results
Nine of the 10 mice acquired EMLA infection from
feeding nymphs, as evidenced by positive PCR results
for blood (Fig. 1). Eight mice developed fatal disease and
were subsequently euthanized. For the majority of indi-
viduals (5/8), this occurred within 10 to 12 days after
nymph feeding was initiated. Onset of illness was sud-
den, with ataxia, tremors, and lethargy being the primary
clinical signs, while dyspnea was not observed. Of the
two mice that did not develop severe illness (#8 and #9),
PCR evidence of infection was confirmed for one (#8)
on day 10, while the second (#9) was negative by PCR at
that time. It is possible that this second individual devel-
oped bacteremia after blood was collected on day 10.
This sequence occurred for individual #7, which tested
Fig. 2 Lung tissue from white-footed mice acutely infected with EMLA. Images a–d show sections stained with hematoxylin and eosin, revealing
various pathological signs including (a) marked perivascular edema (asterisk); (b) mononuclear perivascular infiltration in lung tissue (asterisk) and
peripheral alveolar edema; (c) alveolar edema (asterisk), alveolar macrophages (arrowheads) and multinucleate macrophage (arrow); (d) enlarged
vascular endothelial cells containing morulae (arrows). In situ hybridization was performed on section (e) to identify morulae within endothelial
cells of pulmonary vasculature. EMLA is labeled red, cell nuclei are stained blue. Scale-bars: a, b, 200 μm; c, e, 100 μm; d, 50 μm
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negative on day 10, but was subsequently positive when
it developed severe illness on day 15.
Blood from three mice infested with larvae 24 h after in-
fected nymphs were introduced tested PCR-negative for
ehrlichiae at that time (Fig. 1). From those infestations,
one mouse produced infected nymphs (4/10), while
nymphs feeding as larvae on the other two mice tested
negative. PCR results subsequently showed that all three
mice had detectable EMLA bacteremia on day 10. Nine of
10 nymphs molting from larvae placed on mouse #5 seven
days after infestation with infected nymphs tested positive.
Because blood samples collected for mouse #4 on day 10
were inadequate for PCR, xenodiagnosis was utilized.
Replete larvae that had dropped off mouse #4 from days
9–12 tested negative (0/10), as did newly molted nymphs
(0/10) from this same larval feed. Mouse infection with
EMLA was subsequently confirmed by PCR at the onset
of illness, 23 days following infestation. Engorged nymphs
were recovered from mouse #4 over the same time period
as the ticks feeding on mouse #5, indicating that no delay
of initiation of feeding by larval ticks had occurred, and
that a prolonged incubation period resulted in the de-
layed onset of illness for this mouse. Each of the ticks
tested (n = 40) that had fed on the two apparently
healthy mice 21 and 34 days following nymphal infest-
ation were negative.
All tissues (lung, heart, liver, kidney, spleen, and brain)
obtained from the eight individuals with severe infections
(mice #1–7, & #10) tested positive for ehrlichiae by PCR.
These results were later confirmed for a combination of
tissue sections from mouse #1 and mouse #2 using ISH
(Figs. 2, 3 and 4). The two remaining mice (#8 & #9) were
euthanized on day 41, when cardiac blood and all tissues
including bone marrow tested negative by PCR.
Three of the mice that developed acute disease were ex-
amined by histology. The most significant lesion observed
in all three mice was moderate interstitial pneumonia
(pneumonitis) (Fig. 2a) characterized by multifocal thick-
ening of the alveolar walls due to increased numbers of
mononuclear inflammatory cells (Fig. 2b, c). In addition,
there was marked diffuse perivascular edema (Fig. 2a), and
moderate to marked peripheral alveolar edema with in-
creased numbers of alveolar macrophages and occasional
multinucleate cells (Fig. 2c). Pulmonary blood vessels were
often surrounded by prominent lymphohistiocytic perivas-
cular cuffs and contained large numbers of marginated
intraluminal monocytes. Scattered endothelial cells were
markedly expanded by vacuoles filled with a myriad of
punctate organisms (Fig. 2d). The livers exhibited diffuse
mild microvesicular hepatocellular vacuolation, moderate
Kupffer cell hyperplasia, and increased numbers of peri-
portal and sinusoidal mononuclear inflammatory cells
(Fig. 3a). Examination of the spleens revealed moderate to
marked expansion and disruption of the white pulp,
frequent single cell lymphoid necrosis, increased numbers
of tingible body macrophages, and infiltrates of large
lymphoid cells and plasma cells extending into the red
pulp. Similar disruption of lymphoid follicular architecture
was noted in the mesenteric lymph nodes. Though brain
tissues of acutely ill mice were extensively infected (Figs. 4
and 5), there were no obvious lesions present. A fourth
mouse (#8) that tested positive by PCR but never showed
overt signs of disease was also examined histologically,
and no significant lesions were observed.
Discussion
As both important hosts for immature I. scapularis and
amplifying reservoirs of disease agents, WFM are likely
to be important contributors to the natural enzootic
cycle of EMLA. Here we show that EMLA-infected I.
scapularis nymphs are capable of infecting WFM
through blood-feeding. Moreover, uninfected larvae
feeding simultaneously with infected nymphs can ac-
quire infection shortly after a host is exposed to EMLA.
Fig. 3 White-footed mouse liver tissue infected with EMLA. a
Hematoxylin and eosin staining reveals lesions and other signs
characteristic of inflammation, including a hepatic portal triad that is
mildly infiltrated with mononuclear inflammatory cells. Kupffer cells in
hepatic sinusoids are indicated by white arrows, and dividing Kupffer
cells are designated by black arrows. The arrowheads point to small
clear cytoplasmic vacuoles. b In situ hybridization labeling of morulae
within hepatic or endothelial cells (arrows). EMLA is labeled red, cell
nuclei are stained blue. Scale-bars: 100 μm
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While previous research using inbred laboratory mice
demonstrated that bacteremia was absent or very low
during the first week following intraperitoneal (i.p.)
infection, peaking at about 2 weeks [8], we observed
successful acquisition by larvae feeding within a period
of 24 h to 5 days after infestation with infected
nymphs. Co-feeding transmission of EMLA by I.
scapularis feeding on C57BL/6 mice (Mus musculus)
has been reported [8] and is also likely to occur with
the related A. phagocytophilum, where tick-to-mouse
transmission can occur within 24 h and ticks may ac-
quire the pathogen even when host bacteremia is too
low to detect by PCR [23, 29]. The high rate of acquisi-
tion (90%) of EMLA by ticks fed on an acutely ill indi-
vidual with detectable bacteremia (#5) we observed
was comparable to that reported for larvae fed on
needle-infected C57BL/6 mice (90–100%) at peak
bacteremia [5]. Ticks feeding during the same time
period on a second mouse (#4) that became severely ill
much later did not acquire EMLA. While PCR was not
performed for this individual at the time of infestation,
onset of illness was much later (23 days) than in the
other mice, which may be attributable to the pheno-
typic variability previously observed in these outbred
mice in response to infection [30]. Although the quan-
tity of infected nymphs used to infest mice was con-
sistent, it is also possible that differences in bacterial
inoculum due to host grooming or tick bacterial load
could account for this outlier.
Similar to inbred laboratory mice, tick transmission of
EMLA resulted in systemic dissemination of ehrlichiae
to various organs of WFM [5, 8]. The frequency of se-
vere outcomes we observed (80%) falls within the range
of those previously reported for C57BL/6 mice following
tick transmission (27% and 80%) [5, 8]. Neither xenodi-
agnosis nor PCR of bone marrow demonstrated chronic
EMLA infection in our WFM infected by ticks, in con-
trast to previous reports using different experimental
conditions to infect inbred laboratory mice [31].
Histological analysis of WFM indicated that the high
rate of morbidity was a result of severe, acute infection
that caused multifactorial disease. Lesions were observed
in multiple organs, most prominently in the lungs, liver,
and lymph nodes. As reported for the IOE mouse model
of ehrlichiosis, the rapid course of disease in WFM pre-
cluded the formation of liver granulomas in WFM [32].
Pulmonary edema, though present, was limited com-
pared with our previous observations in i.p. inoculated
C57BL/6 mice (unpublished data). Varied presence of
EMLA in all tissues assayed was demonstrated by ISH
and confirmed by PCR results. EMLA has previously
been cultured in human and monkey endothelial cells as
well as in an I. scapularis cell line predominantly com-
prised of neuron-like cells [7, 26]. Anaplasma phagocyto-
philum and E. chaffeensis reside in leukocytes, which
allows for their dispersal to various organs, and it is pos-
sible that endothelial cells of the vasculature and lymph-
atic systems facilitate systemic dissemination of EMLA
by releasing bacteria into the blood or lymph. Of par-
ticular interest in our study was the extensive presence
of EMLA in vascular endothelial cells throughout the
brain. Yet despite the clinical signs we observed suggest-
ing possible neurological disease, pathological lesions
were not obvious in these mice. There was, however,
some evidence of mild cerebral edema, which should be
further investigated.
Fig. 4 Brain tissue infected with EMLA. Images a and b display sectioned brain stem, while c and d show part of the cerebellum. Brain tissues lack
overt signs of pathology as indicated by hematoxylin and eosin staining (a, c), despite the presence of EMLA in these same tissues as demonstrated by
in situ hybridization where EMLA is labeled red, cell nuclei are stained blue (b, d). Arrows in d point to morulae. Scale-bars: 100 μm
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Our results establish WFM as competent reservoirs of
EMLA, although the reservoir potential of this species ap-
pears to be limited by a short duration of infectiousness in
the hosts, reducing potential acquisition opportunities for
larvae. This is in contrast to the primary pathogens of
medical importance transmitted by I. scapularis, Borrelia
spp. and A. phagocytophilum, which do not typically in-
duce clinical disease or affect the survival of WFM and
other wild rodent hosts [33–40]. Rather, they cause ex-
tended infections that can persist for months to years [14,
20, 36, 38, 40–50], allowing much greater opportunity for
transmission to naïve vectors. Acute, lethal EMLA infec-
tions in WFM, a host that typically accounts for a large
proportion of larval bloodmeals in the midwestern and
northeastern USA are likely to limit presence of the
pathogen in nature, which corresponds with available sur-
veillance data. Nonetheless, it cannot be ruled out that
EMLA infections may be less severe and longer lasting in
other potential reservoir species that might consequently
play a greater role in its natural maintenance.
In addition, factors including highly efficient acquisi-
tion by larvae, and tick phenology in areas of EMLA en-
demicity may counteract the limitations of a brief period
of host infectiousness. Most bacterial pathogens trans-
mitted by Ixodes ticks are transstadially retained, but not
passed vertically from females to offspring (transovarial
transmission). Consequently, the seasonal activity of tick
life stages relative to each other may have considerable
impact on transmission of certain pathogens that do not
persist in hosts for long periods. Specifically, successful
maintenance of these pathogens in nature may require
that larval feeding occurs in close enough temporal
proximity to infected nymphs (or potentially adults) for
hosts to be infectious for ticks.
As such, previous studies have demonstrated that
vector phenology influences distribution patterns of
tick-borne encephalitis virus (TBEV), B. burgdorferi
and A. phagocytophilum [51, 52]. TBEV infections are
brief and non-systemic in rodent hosts, requiring sim-
ultaneous feeding of infected nymphal and larval Ixodes
ricinus ticks for transmission to naïve ticks to occur,
and as a result, geographic distribution of the virus is
limited to areas with a high degree of seasonal syn-
chrony of immature stages of the vector [53]. In con-
trast, A. phagocytophilum, which often infects hosts for
weeks or months, is present in the USA both in areas
where immature I. scapularis activity is synchronized, and
those where activity is asynchronous. Furthermore, local
genotypic composition of B. burgdorferi populations has
Fig. 5 EMLA-infected vasculature within the leptomeninges,
demonstrated using in situ hybridization. EMLA is labeled red,
cell nuclei are stained blue. Yellow discs are erythrocytes.
Scale-bar: 100 μm
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been shown to be influenced by phenology, where strains
that infect hosts for longer periods are dominant in areas
where feeding of larvae and nymphs is asynchronous [54].
Likewise, phenology of tick life stages would appear to
impact distribution of EMLA. In the Northeastern US,
feeding patterns of immature stages of I. scapularis are
typically more asynchronous than in the Upper Midwest
[54], with nymphal peaks in late spring and early sum-
mer, followed by larval peaks toward the latter part of
summer into early fall [55–58]. In contrast, peak feeding
periods of immature I. scapularis life stages in the Upper
Midwest are much more closely aligned, with extensive
overlap in some locations [16, 17, 54] that is more con-
ducive for inter-stage transmission of pathogens that
cause short-duration infections in hosts. The results of
this study support the previous conclusions of Karpathy
et al. [8], that the current geographical distribution of
EMLA is likely a consequence of these disparate pheno-
logical patterns [17, 54]. However, the broad spatial and
temporal continuum of phenology occurring in I. scapu-
laris populations between the Northeastern and North
Central USA would suggest that additional factors con-
tribute to the relatively limited geographical presence of
EMLA as currently observed.
Our findings suggest that the transmission dynamics
of EMLA appears to lie somewhere between that of
TBEv and B. burgdorferi, where tick acquisition of ehrli-
chiae occurs both during a short period of bacteremia as
well as potentially during co-feeding transmission from
infected nymphs to larvae. The latter would extend the
period during which ticks could become infected by
several days prior to onset of bacteremia. It is also pos-
sible that co-feeding transmission enables species that
otherwise might not be considered important reservoirs
given their inability to develop systemic infection, to
contribute to enzootic maintenance of EMLA [53].
Further studies should investigate the possibility that
wild canids, insectivores, and other vertebrates, in
addition to rodents, play a role in the enzootic cycle of
EMLA, with sampling efforts conducted at or shortly
after the expected peak nymphal feeding period.
Conclusions
Nymphal I. scapularis feeding on P. leucopus success-
fully transmitted EMLA to their hosts, whereupon
naïve larval I. scapularis were then able to acquire
EMLA from these same hosts for a short period follow-
ing nymphal feeding. The majority of mice in this study
developed severe disease. Ehrlichiae were widely dis-
seminated in the hosts, particularly in vascular endo-
thelial cells, and pathological findings were especially
prominent in the lungs, liver and lymphoid tissues.
Although P. leucopus were determined to be competent
reservoirs for EMLA, the brief period of infectivity and
high mortality observed in this species indicates that (i)
local patterns of I. scapularis phenology may be critical
in determining the geographical distribution of the
pathogen, and (ii) there are likely to be other important
host species for EMLA.
Abbreviations
EMLA: Ehrlichia muris-like agent; TBEV: Tick-borne encephalitis virus;
WFM: White-footed mice
Acknowledgements
We thank Rebecca Eisen (Centers for Disease Control and Prevention) for
review of the manuscript.
Funding
This study was funded under grant number R01AI042792, provided by the
National Institutes of Health (USA) and awarded to UGM. The funders had no
role in the study design, data collection and analysis, decision to publish, or
preparation of the manuscript.
Availability of data and materials
All data generated or analyzed during this study are included in this article.
Authors’ contributions
GEL contributed to the study design, performed experiments, analyzed data,
and wrote manuscript. JDO performed experiments and wrote manuscript,
IC and MGO contributed histological images and writing the manuscript,
and UGM contributed to the study design and writing the manuscript. All
authors read and approved the final manuscript.
Competing interests




All animal usage was approved by The Institutional Animal Care and Use
Committee (IACUC) of the University of Minnesota (# 1307–30753A).
Author details
1Entomology Department, University of Minnesota - Twin Cities, 1980 Folwell
Ave, St. Paul, MN, USA. 2Masonic Cancer Center Comparative Pathology
Shared Resource, Masonic Cancer Center, University of Minnesota - Twin
Cities, 420 Delaware St. SE, Minneapolis, MN, USA.
Received: 4 October 2016 Accepted: 12 January 2017
References
1. Pritt BS, Sloan LM, Johnson DKH, Munderloh UG, Paskewitz SM, McElroy KM,
et al. Emergence of a new pathogenic Ehrlichia species, Wisconsin and
Minnesota, 2009. N Engl J Med. 2011;365:422–9.
2. Johnson DKH, Schiffman EK, Davis JP, Neitzel DF, Sloan LM, Nicholson WL,
et al. Human Infection with Ehrlichia muris-like Pathogen, United States,
2007–2013(1). Emerg Infect Dis. 2015;21:1794–9.
3. Castillo CG, Eremeeva ME, Paskewitz SM, Sloan LM, Lee X, Irwin WE, et al.
Detection of human pathogenic Ehrlichia muris-like agent in Peromyscus
leucopus. Ticks Tick Borne Dis. 2015;6:155–7.
4. Paskewitz SM. Ehrlichia sp. Wisconsin (EML) [Internet]. Wisconsin Ticks Tick-
borne Dis. 2015 [cited 2015 Sep 28]. Available from: http://labs.russell.wisc.
edu/wisconsin-ticks/ehrlichia-muris-like/
5. Saito TB, Walker DH. A Tick vector transmission model of monocytotropic
ehrlichiosis. J Infect Dis. 2015;212:968–77.
6. Lynn GE, Kurtti TJ, Nelson CM, Munderloh UG. Charicterization of an
Ehrlichia spp. isolated from a Minnesota tick. 25th Annu. Am. Soc.
Rickettsiology Meet. Park City, Utah, USA; 2012.
Lynn et al. Parasites & Vectors  (2017) 10:48 Page 7 of 9
7. Lynn GE, Oliver JD, Nelson CM, Felsheim RF, Kurtti TJ, Munderloh UG. Tissue
distribution of the Ehrlichia muris-like agent in a tick vector. PLoS One.
2015;10:e0122007.
8. Karpathy SE, Allerdice MEJ, Sheth M, Dasch GA, Levin ML. Co-feeding
transmission of the Ehrlichia muris-like agent to mice (Mus musculus).
Vector Borne Zoonotic Dis. 2016;16:145–50.
9. Stromdahl E, Hamer S, Jenkins S, Sloan L, Williamson P, Foster E, et al.
Comparison of phenology and pathogen prevalence, including infection
with the Ehrlichia muris-like (EML) agent, of Ixodes scapularis removed
from soldiers in the midwestern and the northeastern United States
over a 15 year period (1997-2012). Parasit Vectors. 2014;7:55.
10. Fish D, Dowler RC. Host associations of ticks (Acari: Ixodidae) parasitizing
medium-sized mammals in a Lyme disease endemic area of southern New
York. J Med Entomol. 1989;26:200–9.
11. Keirans JE, Hutcheson HJ, Durden LA, Klompen JS. Ixodes (Ixodes) scapularis
(Acari: Ixodidae): redescription of all active stages, distribution, hosts,
geographical variation, and medical and veterinary importance. J Med
Entomol. 1996;33:297–318.
12. Levine JF, Wilson ML, Spielman A. Mice as reservoirs of the Lyme disease
spirochete. Am J Trop Med Hyg. 1985;34:355–60.
13. Schmidt KA, Ostfeld RS, Schauber EM. Infestation of Peromyscus
leucopus and Tamias striatus by Ixodes scapularis (Acari: Ixodidae) in
relation to the abundance of hosts and parasites. J Med Entomol.
1999;36:749–57.
14. Walls JJ, Greig B, Neitzel DF, Dumler JS. Natural infection of small mammal
species in Minnesota with the agent of human granulocytic ehrlichiosis. J
Clin Microbiol. 1997;35:853–5.
15. LoGiudice K, Duerr STK, Newhouse MJ, Schmidt KA, Killilea ME, Ostfeld RS.
Impact of host community composition on Lyme disease risk. Ecology.
2008;89:2841–9.
16. Johnson RC, Kodner C, Jarnefeld J, Eck DK, Xu Y. Agents of human
anaplasmosis and Lyme disease at Camp Ripley, Minnesota. Vector Borne
Zoonotic Dis. 2011;11:1529–34.
17. Hamer SA, Hickling GJ, Sidge JL, Walker ED, Tsao JI. Synchronous phenology
of juvenile Ixodes scapularis, vertebrate host relationships, and associated
patterns of Borrelia burgdorferi ribotypes in the midwestern United States.
Ticks Tick Borne Dis. 2012;3:65–74.
18. Brunner JL, Cheney L, Keesing F, Killilea M, Logiudice K, Previtali A, et al.
Molting success of Ixodes scapularis varies among individual blood meal
hosts and species. J Med Entomol. 2011;48:860–6.
19. Keesing F, Brunner J, Duerr S, Killilea M, Logiudice K, Schmidt K, et al. Hosts
as ecological traps for the vector of Lyme disease. Proc Biol Sci. 2009;276:
3911–9.
20. Donahue JG, Piesman J, Spielman A. Reservoir competence of white-
footed mice for Lyme disease spirochetes. Am J Trop Med Hyg.
1987;36:92–6.
21. Magnarelli LA, Anderson JF, Stafford KC, Dumler JS. Antibodies to multiple
tick-borne pathogens of babesiosis, ehrlichiosis, and Lyme borreliosis in
white-footed mice. J Wildl Dis. 1997;33:466–73.
22. Telford SR, Dawson JE, Katavolos P, Warner CK, Kolbert CP, Persing DH.
Perpetuation of the agent of human granulocytic ehrlichiosis in a deer tick-
rodent cycle. Proc Natl Acad Sci USA. 1996;93:6209–14.
23. Levin ML, Nicholson WL, Massung RF, Sumner JW, Fish D. Comparison of
the reservoir competence of medium-sized mammals and Peromyscus
leucopus for Anaplasma phagocytophilum in Connecticut. Vector Borne
Zoonotic Dis. 2002;2:125–36.
24. Mather TN, Wilson ML, Moore SI, Ribeiro JMC, Spielman A. Comparing the
relative potential of rodents as reservoirs of the Lyme disease spirochete
(Borrelia burgdorferi). Am J Epidemiol. 1989;130:143–50.
25. Guide for the Care and Use of Laboratory Animals. 8th edition. Washington
D.C., USA. 2011; online: http://www.ncbi.nlm.nih.gov/books/NBK54050/.
Accessed 21 Jan 2015.
26. Oliver JD, Chávez ASO, Felsheim RF, Kurtti TJ, Munderloh UG. An Ixodes
scapularis cell line with a predominantly neuron-like phenotype. Exp Appl
Acarol. 2015;66:427–42.
27. Oliver JD, Lynn GE, Burkhardt NY, Price LD, Nelson CM, Kurtti TJ, et al.
Infection of immature Ixodes scapularis (Acari: Ixodidae) by membrane
feeding. J Med Entomol. 2016;53:409–15.
28. Goodman JL, Nelson C, Vitale B, Madigan JE, Dumler JS, Kurtti TJ, et al.
Direct cultivation of the causative agent of human granulocytic ehrlichiosis.
N Engl J Med. 1996;334:209–15.
29. Des Vignes F, Piesman J, Heffernan R, Schulze TL, Stafford KC, Fish D. Effect
of tick removal on transmission of Borrelia burgdorferi and Ehrlichia
phagocytophila by Ixodes scapularis nymphs. J Infect Dis. 2001;183:773–8.
30. Cook V, Barbour AG. Broad diversity of host responses of the white-footed
mouse Peromyscus leucopus to Borrelia infection and antigens. Ticks Tick
Borne Dis. 2015;6:549–58.
31. Saito TB, Thirumalapura NR, Shelite TR, Rockx-Brouwer D, Popov VL, Walker
DH. An animal model of a newly emerging human ehrlichiosis. J Infect Dis.
2014;211:452–61.
32. Sotomayor EA, Popov VL, Feng HM, Walker DH, Olano JP. Animal model of
fatal human monocytotropic ehrlichiosis. Am J Pathol. 2001;158:757–69.
33. Wright SD, Nielsen SW. Experimental infection of the white-footed mouse
with Borrelia burgdorferi. Am J Vet Res. 1990;51:1980–7.
34. Moody KD, Terwilliger GA, Hansen GM, Barthold SW. Experimental Borrelia
burgdorferi infection in Peromyscus leucopus. J Wildl Dis. 1994;30:155–61.
35. Brown RN, Lane RS. Natural and experimental Borrelia burgdorferi infections
in woodrats and deer mice from California. J Wildl Dis. 1994;30:389–98.
36. Hofmeister EK, Ellis BA, Glass GE, Childs JE. Longitudinal study of infection
with Borrelia burgdorferi in a population of Peromyscus leucopus at a Lyme
disease-enzootic site in Maryland. Am J Trop Med Hyg. 1999;60:598–609.
37. Salkeld DJ, Leonhard S, Girard YA, Hahn N, Mun J, Padgett KA, et al.
Identifying the reservoir hosts of the Lyme disease spirochete Borrelia
burgdorferi in California: the role of the western gray squirrel (Sciurus
griseus). Am J Trop Med Hyg. 2008;79:535–40.
38. Hanincová K, Ogden NH, Diuk-Wasser M, Pappas CJ, Iyer R, Fish D, et al.
Fitness variation of Borrelia burgdorferi sensu stricto strains in mice. Appl
Environ Microbiol. 2008;74:153–7.
39. Schwanz LE, Voordouw MJ, Brisson D, Ostfeld RS. Borrelia burgdorferi has
minimal impact on the Lyme disease reservoir host Peromyscus leucopus.
Vector Borne Zoonotic Dis. 2011;11:117–24.
40. Stafford KC, Massung RF, Magnarelli LA, Ijdo JW, Anderson JF. Infection with
agents of human granulocytic ehrlichiosis, Lyme disease, and babesiosis in
wild white-footed mice (Peromyscus leucopus) in Connecticut. J Clin
Microbiol. 1999;37:2887–92.
41. Massung RF, Priestley RA, Levin ML. Transmission route efficacy and kinetics
of Anaplasma phagocytophilum infection in white-footed mouse,
Peromyscus leucopus. Vector Borne Zoonotic Dis. 2004;4:310–8.
42. Anderson JF, Johnson RC, Magnarelli LA, Hyde FW. Identification of
endemic foci of Lyme disease: isolation of Borrelia burgdorferi from feral
rodents and ticks (Dermacentor variabilis). J Clin Microbiol. 1985;22:36–8.
43. Schwan TG, Kime KK, Schrumpf ME, Coe JE, Simpson WJ. Antibody response
in white-footed mice (Peromyscus leucopus) experimentally infected with
the Lyme disease spirochete (Borrelia burgdorferi). Infect Immun. 1989;57:
3445–51.
44. Brown RN, Lane RS. Lyme disease in California: a novel enzootic
transmission cycle of Borrelia burgdorferi. Science. 1992;256:1439–42.
45. Lane RS, Peavey CA, Padgett KA, Hendson M. Life history of Ixodes (Ixodes)
jellisoni (Acari: Ixodidae) and its vector competence for Borrelia burgdorferi
sensu lato. J Med Entomol. 1999;36:329–40.
46. Barbour AG, Bunikis J, Travinsky B, Hoen AG, Diuk-Wasser MA, Fish D,
et al. Niche partitioning of Borrelia burgdorferi and Borrelia miyamotoi in
the same tick vector and mammalian reservoir species. Am J Trop Med
Hyg. 2009;81:1120–31.
47. Leonhard S, Jensen K, Salkeld DJ, Lane RS. Distribution of the Lyme disease
spirochete Borrelia burgdorferi in naturally and experimentally infected western
gray squirrels (Sciurus griseus). Vector Borne Zoonotic Dis. 2010;10:441–6.
48. Dolan MC, Hojgaard A, Hoxmeier JC, Replogle AJ, Respicio-Kingry LB, Sexton
C, et al. Vector competence of the blacklegged tick, Ixodes scapularis, for the
recently recognized Lyme borreliosis spirochete Candidatus Borrelia mayonii.
Ticks Tick Borne Dis. 2016;7:665–9.
49. Levin ML, Fish D. Interference between the agents of Lyme disease and
human granulocytic ehrlichiosis in a natural reservoir host. Vector Borne
Zoonotic Dis. 2001;1:139–48.
50. Levin ML, Ross DE. Acquisition of different isolates of Anaplasma
phagocytophilum by Ixodes scapularis from a model animal. Vector Borne
Zoonotic Dis. 2004;4:53–9.
51. Randolph SE, Green RM, Peacey MF, Rogers DJ. Seasonal synchrony: the key
to tick-borne encephalitis foci identified by satellite data. Parasitology. 2000;
121(1):15–23.
52. Ogden NH, Bigras-Poulin M, O’callaghan CJ, Barker IK, Kurtenbach K, Lindsay
LR, et al. Vector seasonality, host infection dynamics and fitness of
Lynn et al. Parasites & Vectors  (2017) 10:48 Page 8 of 9
pathogens transmitted by the tick Ixodes scapularis. Parasitology.
2007;134:209–27.
53. Randolph SE, Gern L, Nuttall PA. Co-feeding ticks: epidemiological
significance for tick-borne pathogen transmission. Parasitol Today.
1996;12:472–9.
54. Gatewood AG, Liebman KA, Vourc’h G, Bunikis J, Hamer SA, Cortinas R, et al.
Climate and tick seasonality are predictors of Borrelia burgdorferi genotype
distribution. Appl Environ Microbiol. 2009;75:2476–83.
55. Wilson ML, Spielman A. Seasonal activity of immature Ixodes dammini
(Acari: Ixodidae). J Med Entomol. 1985;22:408–14.
56. Fish D. Population ecology of Ixodes dammini. In: Ginsberg HS, editor.
Ecology and environmental management of Lyme disease. New Brunswick,:
Rutgers University Press; 1993.
57. Daniels TJ, Falco RC, Curran KL, Fish D. Timing of Ixodes scapularis
(Acari: Ixodidae) oviposition and arval activity in southern New York. J Med
Entomol. 1996;33:140–7.
58. Ostfeld RS, Miller MC, Hazler KR. Causes and consequences of tick (Ixodes
scapularis) burdens on white-footed mice (Peromyscus leucopus). J Mammal.
1996;77:266–73.
•  We accept pre-submission inquiries 
•  Our selector tool helps you to find the most relevant journal
•  We provide round the clock customer support 
•  Convenient online submission
•  Thorough peer review
•  Inclusion in PubMed and all major indexing services 
•  Maximum visibility for your research
Submit your manuscript at
www.biomedcentral.com/submit
Submit your next manuscript to BioMed Central 
and we will help you at every step:
Lynn et al. Parasites & Vectors  (2017) 10:48 Page 9 of 9
